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R (R A4

L w45 % (Semiconservative replication)
PiH & (Nucleotide)

7 £ (Splicing)

7 3 % ¢ 1 (Philadelphia chromosome)

% > #;% & & ( Southern blotting )

CERR(HE-EE O 20 > G ENERGEPEF R FHT Glir)
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715 B mitochondriaZs chloroplastsrsy it » @ & 2L 7

*mk-

(A)izii + $ATP (B)ioL § BMRDNAZL T 47l (C)3o7 & & 53A R L9 2 Jv [ (D)= &% £ *ATP
Bk R
FI* RAER R 3 (7 %2 T A HLPF 0 3R Rl Lysosomes (L) ~ Mitochondria (M) ~ Nuclei (N) ~ % Peroxisomes (P)
RS ?
(AAL>M>N>P (B)N>P>M>L (C)N>M>P>L (DDN>M>L>P
T 55 ME. colizyeastz it g > fr I Fx 7
(A) E. coliz_ w2 55y sterol > yeastR| & (B)= #3575 P &% & (C)= + "c?q [ri24lester-linked (D)= 4357
LILABE R0
f% % ¥ 4 & ¢ competitive inhibitor$tp% % @ 85 @ 7
(A) Vimax ¥ » Ku? % (B) Vmax* % > Ku#¥ *  (C) Vimax? % > Ku#¥ '] (D) Vmax¥ = > Ku? #
r2Sanger method:& i DNA Z_& pF » Z & template ~ primer ~ DNA polymeraseZ % (A) mRNA ~ dNTPs ~ ddNTP
(B) dNTPs ~ ddNTP  (C) ddNTP (D) dNTPs
TR R © Arg, Asp, lle, His o 1R AR B R 4T A4 BP0 GRRE R R D R E R (A>f) R 7
(A) -D—R—H (B)D—Il-H—R (C)R—H—I—-D (D)D—H—I—R
ratrypsingk f2 5 7| 5 ASEKTIFDRLMRNKPY z_ 3275 » # A58 B EC-KfRA $ ?
(A2 (B)3 (C)4 (D)5
0 F¢ AR AL a3 58 acid-base catalysis?
(A)Asp (B) leucine (C)lysine (D) serine
SRR EaR ST T, X
(A)s = s a3D% 1 endidy B) gt Tirfc® 4 ~ pik—pk (e 4 2 Ergad (O kA A
Mot @ D)7 fisiid s fivs
PG FER R BIVEERRE S TAIINB R ERAFE Y
(A) TCA# 3k (B) Ammonium sulfate;2 i (C) PEG/AMk (D) 8 Acetonit ik
Ribosei & 5o o fdit/ic & 4 9

(A) glycolysis  (B) TCA cycle (C) gluconeogenesis (D) phosphogluconate pathway



R B+ 8 -00 F&r MIFEE #4133
L PR GLIL 2 $ 1 E R

12. T7ER Y > PH NG F AR S 4 7
(A) ATP ~ ADP ~ AMP  (B) GTP ~ pyruvate enol phosphate (PEP) ~ fructose phosphate  (C) ATP ~ GTP ~ PEP
(D) ADP -~ creatine phosphate ~ CAMP
13. T A F,fk‘ & A Fl4& Rehd-v B lac repressor#t £ 5 2 ficke (motif) #g A ?
(A) helix-turn-helix  (B) zinc finger (C) leucine zipper (D) B-barrel
14. ™ 7= faelectron carrier™ #im? F ¢ p d FFHc
(A) NADH dehydrogenases (B) Quinones (C) Flavoproteins (D) NAD"
15. “atiEf A 4 B g £ (4oNADH) 2 e fE s £ @ % 2 ATP?
(A) B-oxidation (B) direct free energy transfer (C) proton motive force (D) photosynthesis
16. B **Na'—K*ATPase pumpsisy it » i@ ¥7 &Y
(A) #- a3 HiF ﬂi%] (active transport) (B) aiFrz p B kR P4 2 MOE R h a3 (C) ¥ atplant toxin
ouabain#r#] (D) ¥ #digitalis=+3r]
17. = 58— A 3+ L F %22 9:F (translation) 4z ?
(A) Ribosomes (B) Aminoacyl-tRNA (C) mRNA (D) DNA
18. Tz i kb AREF 4 & Mitochondria ?
(A) Glycolysis (B) Pentose phosphate pathway (C) Gluconeogenesis; oxaloacetate — glucose (D) Gluconeogenesis;
pyruvate — malate
19. 2 T eR— B R HH § squalenei® % = lanosterol pF 1+ & 4 ¢ R RE 9
(A) Stigmasterol (B) Squalene-2,3-epoxide (C) 3-Hydroxy-squalene (D) 2,3-Dihydroxy-squalene
20. Insulin$d i e 8 > T vR- Byt %9
(A)# a-glycogensi & = (B)# *r gluconeogenesis (C)# 3 glucose transport (D) *# s /% » glucosesik &
21. T AR AR R 7
(A) Insulin  (B)Thyroxine (C) Estradiol (D) Growth hormone
22. ¢ e v L Glucoser dadFn kR 0 2 FIE G ¢
(A) Glucokinase (B) Phosphoglucomutase (C) Glucose-6-phosphatase (D) Phosphorylase
23.Glycolysis ® » % - B4 g it &2 F > HiLpER 5 7
(A) hexokinase (B) triose phosphate isomerase (C) phosphoglycerate kinase (D) glyceraldehyde 3-phosphate
deydrogenase
24. Chaperones enit* %
(A) e A &l o 4 B) kv B & 2 pFa)dpeptidest (C)FT 24472 = 3o Fenl raffdy
(D)i& ix F-v T 3% ¢
25. T 7] %3 g sk AL B-oxidationsfg % ¢ 1o enoyl-CoA hydrase; 1l: acyl-CoA dehydrogenase; Ill: B-ketoacyl-CoA
thiolase; 1V: 3-hydroxyacyl-CoA dehydrogenase » 2 » "8 % & @ ?
(A) ISV - (B) IVsl—l—1 (C) ==Vl (D) H—1—IV-l
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Z R ERE I (F4E 15 4)
1. 3P R & el 4 & Jiz(polymerase chain reaction; PCR) ¢k i B e~ F &M AL ~ 7 ) BB RIZ e 2
¥PCReHi & 715 o
2. 3#.p 1952 & HersheyfrChase 7§ 2 4w 7 P DNAE_& )48 cifl @ 4 -



