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1. Pentose phosphate pathway 2. 2 32 & ¢ 2. — 5 2 &7 7| fp 7
(A) NADH (B) FADH, (C)ATP (D) NADPH
2. T Flw "ﬁ ¥ 11K f% peptide bonds?
(A) lyase (B) chymotrypsin  (C) ribonuclease (D) primase
3. RA(- )TREE BB E BER > T R «;f z. pH B iiTH pKa & ?
(A)A (B)B ) C (D)D F (- ) FHpa’ bR

. Prione 3 - f8
4.  Prione fa Phosphate | 0.1 M K,HPO, | 0.1 M KH,PO,

(A) DNA (B) carbohydrate UNREGISTERED (mL) (mL)

(C) Protein (D) lipid
ered Veésion 10 90

5. TG MAEA R 2 st Gy Unreaist

(A) ¥ Jis pH &7 B2 50 i it & > = -
: - F - C 50 50
(B) ¥4 felit i & F T 7 B H 4 D 70 30
(C) P& it € "% i F BiE i
(D) pr it g F A d i
6. TG MR LAt FE 2 LD
(A)% % 5 H % DNA (B)¥ r4ya4x A 712 DNA
(C)i bt im ¥ (D)FFaist = i < 5|
7. T fEreilfe & 2 B4 % £ 1B {7 acid-base catalysis ?
(A) asp (B) ser (C) lys (D) leu
8. T3l i = amylopectin 2. B < 48?
(A) a-D-glucose (B) B-D-glucose

(C) glucose 1-phosphate (D) glucose 6-phosphate
9. Tr® "ﬁ " fructose 2,6-bisphosphate ¥ % allosteric activator ?
(A) phosphofructokinase (B) glucose 6-phosphate dehydrogenase
(C) hexokinase (D) aldolase
10. Omithine = 7/ % 2 * ¥ 3 UNREGISTERED
(A) citric acid cycle (B) gluconeogenesis { ) nreastyiele Vefdidhcori cycle
I1. 7 7lfe 5 5 Gram(-)w Fmve BRIz e A

(A) Sphingosines (B) Deoxyribonucleic acids
(C) peptidoglycans (D) Lipopolysaccharides

12. T 7ivfareii k2 P48 5 3 e-amino group?
(A)K (B)H (O D)T

13. T #]fr 3 ¢ A)= liposome?
(A) Triacylglycerols (B) Glycerophospholipids
(C) Fatty acids (D) Steroids



R BLfAHEAE 103 &8 ALIAFERLABET 22 43
FHPEAFLIT A F R
UNREGISTERED
14. 7= 7 i '?':12 = PEERR A & 2T Sicdffeated by Unregistered Version
(A) lactate (B) acetyl-CoA (C) succinate (D) Malonyl CoA
15. RNA fdta? 540Kz > m DNARIE » 23 & R %15 RNA & 5 T 5|v8— 35§29
(A)RNA 5 H g4 (B)RNA 7 5 Uracil
(CORNA 77 p 23454 (D)RNA 7 7 ribose
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1. Allosteric effectors

2. Zinc finger UNREGISTERED

3. Chemiosmotic coupling hypothe(sjlrse ated by Unregistered Version

4. Ketogenic amino acid

5. Ketone bodies
= REE (54

L P T AP Ged F AT b2 RIZE iR o (12 4)
(1) SDS-PAGE
(2) gel filtration
(3) Bradford assay
2. P cCAMP 4rfe RBISFEEE {22 A& 2 (8 &)
v i E.coli DNA polymerase I %2 III 2. it Ft 24 5 & & o (8 4)
4. FEPTEIHMA 4 2 acetyl CoA 4rim 4iF % 3 % iR iE {7 fatty acid biosynthesis ? (7 4)
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