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30S subunit > sigma factor~ GTP ~ EF-G ~ DNA polymerase ~ RNA polymerase II~tRNA ~18S rRNA ~
hnRNP ~ TFII-D ~ eIF-2B ~ TATA-binding protein
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(1) DNA ligase
(2) R-Factor
(3) exon

(4) nucleosome

(5) nonsense codon
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