Rt BA A ® 4L KRR 4
UNREGISTFRED

oA EET LR (25% %r&téd%}) Unregistered Version
1. & % g (isoelectric point; PI)

2. Edman degradation

3. 2 d 4 B¢ %3 (a) Km(b) Vmax

4

. ¢ # f& (isoenzyme; isozyme)

% KR D O~ BEFRITH (glycolysis): L BHHY T2 fEEZ 2 A4 2 A5 (R 10BEX =B

2.5 %) UNREGISTERED
Step 1: glucose + ATP il ?gfﬁéﬁ%@;}ﬂ%ﬁﬁéfémﬂﬁﬁ@ﬁm

enzyme 2 ?
Step 2: glucose-6-phosphate o———— fructose-6-phosphate

enzyme 3 ? +
Step 3: fructose-6-phosphate + ATP —— = fructose 1,6-diphosphate + ADP + H

enzyme 4 ?
Step 4: fructose 1,6-diphosphate a—————* dihydroxyacetone phosphate + glyceraldehyde 3-phosphate

enzyme 5 ?
Step 5: dihydroxyacetone phosphate <————* glyceraldehyde 3-phosphate

enzyme 6 ? n
Step 6: glyceraldehyde 3-phosphate + NAD + Pi ———* 1,3-diphosphoglycerate + NADH + H

Step 7: 1,3-diphosphoglycerate + ADP o——* 3-phosphoglycerate + |product 17?

Step 8: 3-phosphoglycerate ————* 2-phosphoglycerate

enzyme 7 ?
Step 9 : 2-phosphoglycerate <———— phosphoenolpyruvate + H,O

+ enzyme 8 ?

Step 10: phosphoenolpyruvate + ADP + H +ATP
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