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(A) cytochrome oxidase (B) succinate dehydrogenase
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(A) E 2w 2. mRNA (B) &+ m® 22 mRNA
(C) B+ in% 2. IRNA (D) & 4 fm®e 2. IRNA
8. T A Jﬂz ¥ 14k Fructose-2,6-bisphosphate $r ] ?
(A) Frucose-1,6-bisphosphatase (B) Glucose-6-phosphatase
(C) pyruvate kinase (D) phosphofructokinase
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(A) ribosome Created by Unidg)sgiedxysoime
(C) mitochondria (D) nucleus

10.hexokinase 4>

(A) hydrolase (B) lyase (C) oxidoreductase (D) transferase
L1757 4 >> DNAAF g% 22 & = RNA 313+ 9

(A) helicase (B) DNA ligase (C) primase (D) topoisomerase
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(A) phosphorylation (B) hydroxylation (C) methylation (D) acetylation
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14. %2 = LDL (low-density lipoprotein)2- i & = » % & 2 T 7@ # ?

(A) apoprotein (B) wax (C) triacylglycerol (D) cholesterol
IS.BI(- )% Fp & Bt & B2 #dxf1* Lineweaver-Burk = 2% iRl {6 2 B % » T 7@ f?dﬁ
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(A) Vix 5 2mMsec” ; Ky % 4 mM (B) Viax & 4mM sec” ; Ky 5 2 mM
(C) Viax 5 025mMsec”’ ; Ky 5 0.5mM (D) Vi 5 0.5mMsec” ; Ky % 0.25 mM
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16.7 7| w fa 4 fix 2 %0 BR4 & L fik(pantothenic acid) ?

(A) NAD" (B) FAD (C) #ps A (D) PLP
17.7 3| f» Hc i B #%17 aspartic acid 2. & T 8 ?

(A)3 (B)6 (O)8 (D) 10
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(A) maltose (B) sucrose (C) amylose (D) lactose
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(A) = - fAPERE ] - 'lﬁ ﬁ i*i; 7% (chiral carbons)
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(C)F 16 B¥ a2 = f R s H
20.DNA H-4 1 7 127 RNA polymerast B egiiered Y?rioﬂ A 4 2 38 AL 5
(A) repressor (B) promoter (C) operator (D) enhancer
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1. fluid mosaic model
serine protease
chitin

chemiosmotic coupling
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(1) ATP synthase

(2) Glucose-6-phosphate dehydrogenase
(3) glycogen phosphorylase

(4) a-ketoglutarate dehydrogenase

(5) glyceraldehyde-3-phosphdf B¢IRFOESES T ERED
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